Characterization of a magnetotactic bacteria-grazing ciliate in sediment from the intertidal zone of Huiquan Bay, China
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Magnetotactic bacteria (MTB) represent a group of
microorganisms with the ability to orient and swim along
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some species of protozoa can graze MTB and accumulate
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Parauronema longum (HM236338)

magnetosomes In the cells. Here, we characterize a sli 0 htly FIGURE.3 Transmission electron microscopy images of vibrio and spiral MTB sampled in the Huiquan Bay, China. Thyrophyiax voraxi(GiSsstis BHilEe ErCEe
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: : number, c: cell Paranophrys marina (FJ858379) Orchitophryidae
Sedlment Of HUIquan Bay Cohnilembus verminus (HM236339) Cohnilembidae

Using transmission electron microscopy, we observed that two to
RESULTS four different shapes of magnetosomes were randomly distributed
within this ciliate. Magnetosomes of different shapes in magnetotactic
coccl were larger than that in ciliates (Fig. 2, 4). Bullet-shape
magnetosomes both observed in MTB (Fig.3) and ciliate.
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In the same Iintertidal
sediment sample, both
magnetotactic bacteria and

FIGURE.6 Neighbor-joining tree for 3-1-1.9962080 based on 18S rRNA gene sequences. The sequence
determined in this study is shown in bold text. GenBank accession numbers of the sequences used are
indicated in parentheses.

The 18S rRNA gene sequence of the magnetic ciliate showed
99.09% identities with that of Uronemella parafilificum. Phylogenetic
analysis showed 3-1-1.9962080 is affiliated to Uronematidae (Fig.6).
Montell et al reported a ciliate Magnetic Uronema marinum Mjl that
can graze and ingest different types of MTB. It's also affiliated to
Uronematidae. we may find more ciliate species that grazing MTB
In Uronematidae,

magnetically responsive
protists were observed (Fig.1)
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