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Growth will be slowest at the driest site, reflecting 
a long-term legacy effect climate
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Growth will be slowest at the driest site, reflecting a long-term legacy effect of climate
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Growth is slowest at the driest site, even when water is not limiting
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Conclusions
Growing community structure

On a regional scale growing communities are no more similar than total communities, 
suggesting a strong influence of climate 

Climate history frames microbial growth

Growth was slowest at the driest site, even when water was not limiting

Growth capacity is reduced by repeated exposure to low soil moisture through 
environmental filtering for slow growing taxa

Despite favorable conditions for growth, only 28% - 58% taxa were growing
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