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Reanalysis of published eDNA for Hydrologic Process Understanding
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Participate Proposed Workflow
(D What questions do you have?

(2) At what temporal resolution?

(3) At what spatial resolution?

(4) Are there particular sequencing requirements ?
(5) What are obligatory / nice to have accompanying

*© Environmental DNA (eDNA) refers to
£ the genetic material that is extracted
° from environmental samples, rather
& than directly from an organism. eDNA
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Hydrological fluxes and biological processes influence the distribution of DNA.
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